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\ 



3 
4 
5 

6 



<110> APPLICANT: Oevaux, B. 



Keller, G. 
Koeppen , H . 
Lasky, L. 



8 <120> TlTi.E OF INVENTION: Ant i.- Tumor Antibody Compositions and Methods of Use 

10 <130> EILE REFERENCIi: : P1777R1 

W--> 12 <14 0> CURRENT APPLICATION NUMBER: US/09/69 8,70 5 

12 <141> CURRENT FILING DATE: 2000-10-27 

14 <150> PRIOR APPLICATION NUMBER: US 60/162,558 

15 <151> PRIOR FILING DATE: 1909-10-29 

17 <150> PRIOR APPLICATION NUMBER: US 60/182,872 

18 <151> PRIOR FILING DATE; 2000-02-16 
20 <160> NUMBER OF SEQ ID NOS : 25 

22 <210> SEO ID NO; 1 

23 <211> LENGTH: 12 3 

24 <212> TYPE: PRT 

25 <213> ORGANISM; Homo sapiens 
27 <400> SEQUENCE: 1 



28 


Met 


Lys 


Ala 


Val 


Leu 


Leu 


Ala 


Leu 


Leu 


Met 


Ala 


Gly 


Leu 


Ala 


Leu 


29 


1 








5 










10 










15 


31 


Gin 


Pro 


Gly 


Tlir 


Ala 


Leu 


Leu 


Cys 


Tyr 


Ser 


Cys 


Lys 


Ala 


Gin 


Val 


32 










20 










25 










30 


34 


Ser 


Asn 


Glu 


Asp 


Cys 


Leu 


Gin 


Val 


Glu 


Asn 


Cys 


Thr 


Gin 


Leu 


Gly 


35 










3 5 










40 










45 


37 


Glu 


Gin 


Cys 


Trp 


Thr 


Ala 


Arq 


He 


Arg 


Ala 


Val 


Gly 


Leu 


Leu 


Thr 


38 










50 










55 










60 


4 0 


vai 


He 


Ser 


Lys 


Gly 


cys 


Ser 


Leu 


Asn 


Cys 


Val 


Asp 


Asp 


Ser 


Gin 


41 










65 










70 










75 


4 3 


Asp 


Tyr 


Tyr: 


Val 


Gly 


Lys 


Lys 


Asn 


He 


Thr 


Cys 


Cys 


Asp 


Thr 


Asp 


44 










80 










85 










90 


46 


Leu 


Cys 


Asn 


Ala 


Ser 


Gly 


Ala 


His 


Ala 


Leu 


Gin 


Pro 


Ala 


Ala 


Ala 


47 










95 










100 










105 


49 


He 


Leu 


Ala 


Leu 


Leu 


Pro 


Ala 


Leu 


Gly 


Leu 


Leu 


Leu 


Trp 


Gly 


Pro 


50 










110 










.115 










120 


52 


Gly 


Gin 


LGU 



























55 <2:i0> SEQ ID NO: 2 

56 <211> LENGTH: 37 2 

57 <212> TYPE: DNA 

58 <213> ORGANISM; Homo sapiens 

60 <4 00> SEQUENCE: 2 

61 atq aag get gtcj ctg ctt gcc ctg tt:g atg gca ggc 36 

62 Met Lys Ala Val Leu Leu Ala Leu Leu Met Ala Gly 

63 . 1 5 10 

65 ttg gcc ctg cag cca ggc act gcc cLg ctg tgc tac tec 75 

66 Leu Ala Leu Gin Pro Gly Thr Ala Leu Leu Cys Tyr Ser 

67 :15 20 25 

69 tgc aaa gcc cag gtg age aac gag gac tgc ctg cag gtg 114 
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70 


Cys 


Lys 


Ala 


Gill 


Val 


Ser 


Asn 


Glu 


Asp 


Cys 


Leu 


Gin 


Val 




71 










3 0 










35 










73 




aac 


tcjc 


acc 


cag 


cty 


ggg 


gag 


cag 


tgc 




acc 


gt^g 


1 53 


74 ^ 


Glu 


Asn 


Cys 


Thr 


Gin 


Lgu 


Gly 


Glu 


Gl ti 


Cys 


I'rp 


Thr 


Ala 




75 




40 










4 5 










50 






77 


ccjc 


ate 


cgc fjca 


gilt 


ggc 


etc 


Ctg 


ace 


gte 


ate 


age 


aaa 


192 


78 . 


' Ar9 


lie 


Arg 


Ala 


Val 


Gly 


Leu 


liCU 


Thr; 


Val 


lie 


Ser 


Lys 




79 








55 










6 0 












811 


ggc 


tyc 


age 


ttg 


aae 


tgc 


ytg 


gat 


gac 


tea 


cag 


gac 


tac 


231 


' 82 


Gly 


Cys 


Ser 


Leu 


Asn 




Val 


Asp 


Asp 


Ser 


Gin 


Aisp 


Ty r 




83 


65 




















^ 75 








85 


tac 


gtcj 




aag 


aag 


aaQ .ate 


act] 


tgc 


tgt 


gae 


acc 


gac 


.270 


"86 


Tyr 


Val 


Gly 


Lys 


LYS 


Asn 


He 


Thr 


"C^s 


Cys 


Asp 


Thr 


Asp 




87 






80 










8'5 








90 




89 


tt9 




aac 


gcc 


aye. 


gyg 


gcc 


cat 


gcc 


etg 


cag 


ccg 


get 


309 


■ 90 


Leu 


Cys 


Asn 


Ala 


Sen 


Gly 


Al^ 


His 


Ala 


Leu 


Gin 


Pro 


Ala 




91 










95 










100, 










93 


gcc 


9CC 


ate 


ett 




ctg 


etc 


cct 


gea 


etc 


ggc 


ctg 


ctg 


348 


'94 


Ala 


Ala 


lift 


Leu 


Ala 


Leu 


Leu 


Pro 


Ala 


Leu 


Gly 


Leu 


Leu 




95 




105 










110 










115 






. 97 


cLc 






GCC 


ggc 


cag 


eta 


tag 


372 












> 98 


Leu 


Trp Gly 


Pro 


Gly 


GiLn 


Leu 


Xaa 














99 








120 








124 















101 <210> SEQ ID NO: 3' 

102 <211> LKNGTH: 96 

10 3 <2 1 2 > V P E ; P RT . 

104 <:213> ORGANISM: Mus muscuius 

106 <4 00> SEOaENCE : 3 



107 


Ser 


Val 


Ser 


Tie 


>Ser 


Cys 


Arg 


Ser 


Ser 


Lys 


Ser 


Leu 


Leu 


His 


Ser 


108 


1 








5 










10 










15 


110 


Asn 


Gly 


Asm 


Thr 


Tyr 


Leu 


Tyr 


Trp 


Phe 


Leu 


Gin 


Arg 


Pro 


Gly 


Gin 


111 










20 










25 










30 


-^13 


Ser 


Pro 


Gin 


Leu 


Leu 


Tie 


Tyr 


Arg 


Met 


Ser 


Asn 


Leu 


Ala 


Ser 


Gly 


114 










35 










40; 










4 5 


116 


Val 


Pro 


Asp 


Arg 


Phe 


Ser 


Gly 


Ser 


Gly 


Ser 


Gly 


Thr 


Val 


Phe 


Thr 


117 










50 










55 










60 


119 


Leu 


Arg 


He 


Ser 


Ar'g 


Val 


Glu 


Ala 


Glu 


Asp 


Val 


Gly 


Val 


Tyr 


Tyr 


120 










65 










70 










75 


122 


Cys 


Met 


Gin 


His 


Leu 


Glu 


Ser 


Pro 


Phe 


Thr 


Phe 


Gly 


Ser Gly 


Thr 


123 










80 










85 










90 


125 


Lys 


Leu 


GlU' 


He 


Lys 


Arg 




















126 










95 























128 <210> SEQ ID NO: 4 

129 <211> LENGTH: 115 

130 <212> TyPE: PRT 

131 <213> ORGANISM: Mus Musculus 

133 <220> FEATURE; 

134 <22:i> NAE4E/KEY: unsure 

135 <222> LOCATION: 4 6-48, 50-52 
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I 3 6^^ 


<223> 


OTHER 


INFORMATION : 


unknown 


amino acid ; 










138 


<4 00> SEOUENCFJ: 4 






















, 139 


Glu 


Leti 


Val 


Lys 


Pro 


Gly 


Ala 


Pro 


Val 


Lys 


Leu 


Ser 


Cys 


Lys 


Ala 


1^10 


1 








5 










10 










15 


14 2 


Ser 


Gly 


Tyr 


Tilir 


Phe 


Thr 


Asn 


Tyr 


Trp 


Met 


"Asn 


Trp 


Vol 


Lys 


Gin 


lA 3 










20 










25 










30 


14 5 




Pro 


Gly 


Arcj 


Gly 


life I! 


Glu 




1 le 


Giy 


Arg 


Lie 


Asp 


Pi:o 


Ser 


146 










35 










4 0 










,.4 5 


W--> 14 8 


Xaa 


Xaa 


Xaa 


Thr 


Xaa 


Xaa 


Xaa, Gin 


Thr 


Phe 


Lys 


Asp 


Lys 


Ala 


Thr, 


149 










50 










5 5 










60 


151 


Leu 


Tlvr 


val 


Asp 


Lys 


Ser 


Ser 


Ser 


Thr 


Ala 


Tyr 


He 


Gin 


Leu 




152 










65 










70 










75 


154 


Ser 


Leu 


I'hr 


Ser 


Glu 


Asp 


Scr 


Ala 


Val 


Tyr 


Tyr 


Cys 


Ala 


He 




^1,5 5 










80 










85 










90 


'..15 7 


Ala 


Ala 


He 


Ala 


Met 


Asp 


Tyr 


Trp 


Giy 


Gin 


Giy 


Thr 


Ser 


Val 


Thr 


•"158 










95 










ICQ 










105 


160 


Val 


Ser 


Ser 


Ala 


Lys 


Thr 


Thr 


Giy 


Pro 


Ser 




- 








: 161 










110 










115 












.16 3 


<210> 


SEQ ID 


NO: 


5 






















164 


<211> 


LENGTH 


113 






















165 


<212> 


TYPK: PRT 
























16 6 


<2i3> 


ORGANISM: MtlS nUlSCuiuS 


















168 


<4 0-0> 


SEQUENCE :' 5 






















169 


Asp 


lie 


val 


^Met 


Thr 


Gin 


Ma 


Ala 


Pro 


Se'r 


Va 1 


Pro 


val 


Thr 


Pro 


170 


1 








5 










10 










15 


172 


. Gly 


Glu 


Ser 


Val 


Ser 


Tie 


Ser 


Cys 


Arg 


Ser 


Ser 


Lys 


Ser 


Leu 


Leu 


173 










20 










25 










30 


175 


His 


Ser 


Asn 


Giy 


Asn 


Thr 


Tyr 


Leu 


Tyr 


Trp 


Phe 


Leu 


Gin 


Arg 


Pro 


176 










35 










4 0 










45 


178 


Gly 


Gin 


Ser 


Pro 


Gin 


Leu 


Leu 


He 


Tyr 


Arg 


Met 


Ser 


Asn 


Leu 


Ala 


179 










50 










55 










60 


181 


Ser 


Gly 


Val 


Pro 


Asp 


Arq 


Phe 


Ser 


Gly 


Ser 


Giy 


Ser 


Giy 


Thr 


Ala 


182 










65 










70 










75 


184 


Phs 


Thr 


Leu 


Arg 


lie 


Ser 


Arg 


Val 


Glu 


Ala 


Glu 


Asp 


Val 


Giy 


Val 


185 










80 










85 










90 


187 


Tyr 


Tyr 


Cys 


IiCU 


Gin 


His 


Leu 


Glu 


Tyr 


Pro 


Tyr 


Thr 


Phe 


Gly 


Gly 


188 










95 










100 










105 


190 


Gly 


Thr 


Lys 


Leu 


Glu 


Leu 


Lys 


Arg 
















191 










110 






















193 


<210> 


SEQ TO 


NO: 


6 






















194 


<211> 


LENGTH 


124 






















195 


<212> 


TYPE: PRT 
























" 196 


<213> 


ORGANISM; Mus musculus 


















198 


<4 00> 


SEQtJENCE: f 
























199 


Gin 


Val 


Gin 


Val 


Gin 


Gin 


Pro 


Gly 


Ala 


Glu 


Leu 


Val 


Lys 


Pro 


Giy 


- 200 


. 1 








5 










10 










15 


202 


-Ala 


Pro 


val 


Lys 


Leu 


Ser 


Cys 


Lys 


Ala 


Ser Giy 


Tyr 


Thr 


Phe 


Thr 


203 










20 










2 5 










30 


' 205 


Asn 


Tyr 


Trp 


Leu 


Asn 


Trp 


Val 


Lys 


Gin 


Arg 


Pro 


Gly 


Arg 


Gly 


Leu 
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Z U D 






35 










40 










45 


z u o 


Clu Trp lie 


Gly 


Arg 


X. \. e 


Asp 


Pro 


Scr 




Ser 


Glu 


I le 


His 


i/r 


'J n u 
z u y 






50 










55 










60 


oil 


Asp Gin Lys 


Phe 


Lys 


Asp 


Lys 


Ala 


T^hr 




Thr 


Val 


A ' > 
sp 


LVS 


Ser 


212 






65 










1 u 










75 


oil 


Ser Ser Thr 


Ala 


Tyr 


He 


Gin 


jCU 


bcr 




,.u 


Tlir 


Sei' 


Glu 




/i 1.0 






80 










0 J 










90 


217 


St\r Ala Val 


Tyr 


Tyr 


Cys 


Ala 


r ^u 

.eu 


Thr 


G ly 


He 


j'yr 


Ala 


Met 


Ala 


218 






95 










100 










105 


220 


Tyr Trp Gly 


Gin 


Gly 


Thr 


Ser 


Va 1 


Tltr 


Val 


t. 


S r 


Ala 




Thr 


Z ^ J. 






lib 










115 










120 


j1 ^ J 


Thr Gly Pro 


Ser 
























226 


<210> SEQ ID 


NO: 


7 






















•JOT 


<211> LENGTH 


: 113 






















o o n 


<212> TYPE: PRT 
























O O Q 


<213> ORGANISM: Mus musculus 


















T-» 1 

Zj± 


<400> SEQUENCE: 7 






















232 


Asp Val Val 


Met 


Thr 


Gin 


Thr 


Pro 


Leu 


Thr 


Leu 


Ser 


Val 


Tlir 


i. .i.e 


O T 7 

J J 


1 




5 










10 










1 5 


J J 


Gly Gin Pro 


Ala 


Ser 


He 


Ser 


Cys 


Lys 


Ser 


Ser 


Gin 


Ser 


-U 


Leu 


^ J U 






20 










25 










30 


238 


Asp ser Asp 


Gly 


Lys 


Thr 


Ty r 


Leu 


Asn 


Trp 


Leu 


Leu 


Gin 


rg 




239 






3 5 










40 










4 5 


241 


Gly Gin Ser 


Pro 


Lys 


Arg 


Leu 


He 


Tyr 


Leu 


val 


Ser 


Tlir 


Leu 
eu 










50 










55 










6 0 


24 4 


Ser Gly Val 


Pro 


Asp 


Arg 


Phe 


Thr Gly Ser Gly 


Ser Gly 


Thr 


Asp 


24 5 






65 










70 










75 


'5 yt 7 


Phe Tlir Leu 


Lys 


He 


Ser 


Arg 


Val 


Glu 


Ala 


Glu 


Asp 


Leu 


Gl y 


Val 


24 8 






80 










85 










90 


250 


Tyr Tyr Cys 


Trp 


Gin 


Gly 


Thr 


His 


Phe 


Pro 


Arg 


Thr 


Phe 


Gly 


Gly 


2 51 






95 










100 










10 5 


253 


Gly Tli.r Lys 


Leu 


Glu 


He 




Arg 
















2 54 






110 






















'> ft 

z J 0 


<210> SEQ ID 


NO: 


8 






















0 R 7 

Zj I 


<211> LENGTH; 


: 121 






















2 58 


<212> TYPE: PRT 
























259 


<213> ORGANISM: Mus musculus 


















261 


<4 00> SEQUENCE; i 


\ 






















262 


Glu val Gin 


Leu 


Gin 


Gin 


ser 


Gly 


Pro 


Asp 


Leu 


Gl u 


Lys 


Pro Gly 


263 


1 




5 










10 










15 


265 


Ala Ser Val 


Lys 


Tie 


Ser 


Cys 


Lys 


Pro 


Ser 


Gly 


Asn 


Ser 


Phe 


Thr 


266 






20 










25 










30 


268 


Gly Tyr Tyr 


He 


His 


Trp 


Val 


Lys 


Gin 


Ser 


His 


Gly 


Lys 


Ser 


Leu 


259 






35 










40 










45 


271 


Glu Trp Tie 


Gly 


Arrj 


Va 1 


Asp 


Pro 


Asn 


Asn 


Gly 


Phe 


Thr 


Ser 


Tyr 


272 






50 










55 










60 


274 


Asn Gin Lys 


Phe 


Lys 


Gly 


Ly s 


Ala 


He 


Leu 


Thr 


Val 


Asp 


Lys 


Ser 


275 






65 










70 










75 


277 


Ser Ser Thr 


Ala 


Tyr 


Met 


Glu 


Leu 


Arg 


Ser 


Leu 


Thr 


Ser 


Glu 


Asp 
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278 








80 










85 










90 


9 Hl'l 


Scr 


Ala val 


Ty r 


Tyr 


Cys 


Val 


Gl ^' 


Asn 


Phe 


Phe 


Asp 


Ser 


I I. (_/ 


Glv 


8!) 








95 










100 










105 


28 T 


Gin Gly Thr 


Thr 


Leu 


Thr 


Val 


Ser 


Ser 


Ala 


Lys 


Thr 


Thr 


Glv 


Pro 


284 








110 










115 










120 


2 86 


SGr 




























/i o y 


<2;io> 


- SKO 10 


NO: 


9 






















2 90 


<2.11> 


■ LfilNGTH 


: 118 






















29] 


<2I2> 'J'l'PU;: PRT 
























0 0 9 

z y J 


<213> 


■ ORGANISM: Mus musculiis 


















2 94 


<4 0 0> 


■ SEQUENCE: ! 
























295 




Gly Ala 


Glu 


Leu 


Va 1 


Lys 


Pl'O 


Gly 


Ala 


P ro 


Val 


Lys 


Leu 


Se r 


296 


i. 






5 










10 










1 5 


9 98 


Cy s 


Lys Ala 


Ser 


Gly 


Tyr 


Thr 


P he 


Tlir 




Tv r 


Trp 


Met 


Asn 


Trp 


299 








20 










25 










30 


3 0 1 


Vd 1, 


Lys Gin 


Arg 


Pro 


Gly 


Arg 


Glv 


Leu 


Glu 


Tro 


He Gly 


Arg 


11 e 


302 








35 










4 0 










4 5 


T (1 A 
J U '1 


Asp 


Pro Ser 


Asp 


Ser 


Glu 


Thr 


Gin 


Tyr 


Asn 


Gin 


Thr 


Phe 




Asp 


T n 

J U J 








50 










55 










60 


307 


Lys 


Ala Thr 


Leu 


Thr 


Val 


Asp 


Lys 


Ser 


ser 


Ser 


Thr 


Ala 


Tyr 


He 


AR 








65 










70 










75 


J x\) 


Gill 


Leu Ser 


Ser 


Leu 


Thr 


Ser 


Glu 


Asp 


ser 


Ala 


Val 


Tyr 


Tyr 


cys 


Tit 








80 










B5 










90 


111 
_1 J- -1 


Ala 


lie Thr 


Ala 


Ala 


He 


Ala 


Met 


Asp 


Tyr 


Trp 


Gly 


Gin 


Gly 


Thr 


1 1 .1 
-1 .1 4 








95 










100 










105 


'il 
J J.O 


S<r? JC 


Val Thr 


Val 


Ser 


Ser 


Ala 


Lys 


Tlir 


Thr 


Gly 


Pro 


Ser 






-J J. / 








110 










1 15 












319 


<210> 


SEQ TD 


NO: 


10 






















320 


<211> 


LENGTH; 


: 238 
























<212> 


TYPE: PRT 
























'i 9 9 

O 


<213> 


ORGANISM: Artificial sequence 














T 9 A 
J 't 


<220> 


FEATURE: 
























1 9 
J Z J 


<22 3> 


OTHER INFORMATION: 


sequence is 


chimeric mouse/human 


'i 9 7 


<400> 


SEQUENCE: 10 
























Met 


Gly Trp 


ser 


Cys 


He 


He 


Leu 


Phe 


Leu 


Val 


Ala 


Thr 


Ala 


Thr 


329 


1 






5 










10 










15 


33;i 


Gly 


Val His 


Ser 


Asp 


He 


Va 1 


Met 


Thr 


Gin 


Ala 


Ala 


Pro 


Ser 


Val 


332 








20 










25 










30 


334 


Pro 


val Thr 


Pro 


Gly 


Glu 


Ser 


Val 


Ser 


He 


Ser 


Cys 


Arg 


Ser 


Ser 


335 








35 










40 










45 


3 37 


Lys 


Ser Leu 


Leu 


His 


Ser 


Asn 


Gly 


Asn 


Thr 


Tyr 


Leu 


Ty r 


Trp 


Phe 


338 








50 










55 










60 


340 


Leu 


Gin Arg 


Pro 


Gly 


Gin 


ser 


Pro 


Gin 


Leu 


Leu 


He 


Tyr 


Arg 


Met 


341 








65 










70 










75 


343 


Ser 


Asn Leu 


Ala 


Ser 


Gly 


Val 


Pro 


Asp 


Airg 


Phe 


Ser Gly 


Ser 


Gly 


344 








80 










85 










90 


346 


Ser 


Gly Thr 


Ala 


Phe 


Thr 


Leu 


Arg 


He 


Ser 


Arg 


val 


Glu 


Ala 


Glu 


347 








95 










100 










105 


349 


Asp 


Val Gly 


val 


Tyr 


Tyr 


Cys 


Leu 


Gin 


His 


Leu 


Glu 


Tyr 


Pro 


Tyr 
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VERIFICATION SUMMARY DATli : 3/2000 

PATENT APPLICATION: US/09/69 8, 70 5 TIME: 1 2 : 1.7 : 46 

input: Set : A: \P177 7R1 , txt 

OutpiiL SeL: N:\CRF3\lli32000\l698705.raw 

L:12 M:282 W: Numeric FiGltl Identifier Missing, <14 0> CURRENT APPLICATION NUMBER: is Added. 

L:98 M:258 \-i : Mandatory Feature iniss.ing, <220> not found for SEO X0»:2 

L:98 M:258 \-t : Mandatory Feature miss.incj, <221> not found for SEQ TDIi : 2 

L:98 M:2r)8 W: Mandatory Feature missing, <222> not found for SEO 10^:2 

L:98 M:258 W: Mandatory Feature missing, <223> not found for SEQ lDlj:2 

L:98 M:3^0 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:2 

L;148 M:341 W: (46) "n" or "Xaa" used, for SEO IDS: 4 
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